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B 1 Postprandial enhancement of mRNA levels of
FASN (A),SREBP1c and SCD-1 (B) in rat liver.
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= 1 Serum levels of glucose, insulin and cortisol before and after feeding of the diet.

Fasting Feeding (2h) Feeding (6h) | Feeding (10h)
Glucose (mg/dl) | 116.5+7.0 172.3 £ 10* 167.0 = 3.0* 154.7 = 7.0
Insulin (ng/ml) 0.18 + 0.03 0.65 + 0.06* 0.41 +£0.05 0.55 + 0.06*
Cortisol (ng/ml) 24.1 £ 1.1 36.4 £ 0.4* 13.7 1.1 6.16 + 0.2*

Values are means SE. (n = 4) * P < 0.05 vs fasting group.
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*P<0.05 vs fasting group.

B 2 Measurement of transcription factors involved
in lipid metabolism in liver before and after
feeding of diet.
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B 2 Measurement of transcription factors involved
in lipid metabolism in liver before and after
feeding of diet.
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K 3 Prediction of RNA degrading point of FASN
mRNA by RT-PCR.
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B] 4 Measurement of microRNA levels in liver before and after feeding of the diet.
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B 5 Reporter activity derived from FASN 3’-UTR
construct was reduced by high glucose medium
in rat hepatoma Fao cells.
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